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% Activity in NEBuffers Incub. Inactiv.
Supplied Temp.  Temp.

Enzyme NEBuffer . r2.1 r3.1  rCutSmart (°C) (°C) Unit Substrate

Aatll rCutSmart <10 50" 50 100 37° 80° B A DNA

Abas foutSmart + % 50 100 S c (Tfﬁ”“;"gdh%‘éeggfﬁﬁ e%;“
Acc6b! 13.1 10 75% 37° 65° A pBC4 DNA
Accl rCutSmart 50 50 37° 80° A X DNA
Acil rCutSmart <10 25 37° 65° A A DNA
Acll rCutSmart <10 <10 37° No B X DNA
Acul rCutSmart 50 100 37° 65° B A DNA
Afel rCutSmart 25 100 37° 65° B pXba DNA
Aflll rCutSmart 50 100 37° 65° A ®X174 RF | DNA
Aflll 131 10 50 37° 80° B A DNA
Agel-HF rCutSmart 100 50 10 37° 65° A A DNA
Ahdl rCutSmart 25 25 10 37° 65° A A DNA
[ e ] Algl-v2 rCutSmart <10 <10 <10 37° 65° B A DNA
Alul rCutSmart 25 100 50 37° 80° B A DNA
Alwl rCutSmart 50 50 37° No A ) DNA (dam-)
AlwNI rCutSmart 10 100 37° 80° A A DNA
Apal rCutSmart 25 25 37° 65° A pXba DNA
ApaLl rCutSmart 100 100 37° No A A DNA (Hindlll digest)
ApeKl 131 25 50 75° No B A DNA
a Apol-HF rCutSmart 10 100 37° 80° B A DNA
Ascl rCutSmart <10 37° 80° A X DNA
Asel 13.1 <10 37° 65° B A DNA
AsiSI rCutSmart 100 37° 80° B Xhol digested pXba
Aval rCutSmart <10 37° 80° A A DNA
Avall rCutSmart 50 37° 80° A X DNA
Avrll rCutSmart 100 37° No B A DNA (Hindlll digest)
BaeGl 131 75 37° 80° A A DNA
Bael rCutSmart 50 37° 65° A A DNA
BamHI 131 75* 100" 100 100" 37° No A A DNA
a BamHI-HF rCutSmart 100 50 10 100 37° No A A DNA
Banl rCutSmart 10 25 <10 ] 37° 65° A A DNA
Banll rCutSmart 100 100 50 100 37° 80° A A DNA
Bbsl 121 100 100 25 75 37° 65° B A DNA
a Bbsl-HF rCutSmart 10 10 10 100 37° 65° B A DNA
BbvCl rCutSmart 10 100 50 ] 37° No B A DNA
Bbvl rCutSmart 100 100 25 100 37° 65° B pBR322 DNA
Becl rCutSmart 100 50 10 100 37° 65° A pXba DNA
BeeAl 13.1 100" 37° 65° A pBR322 DNA
my  Begl 131 10 37° 65° A A DNA
Beivl rCutSmart 100 37° 80° C A DNA
Bell 131 50 50° No A X DNA (dam-)
a Bell-HF rCutSmart 100 37° 65° B X DNA (dam-)
BeoDI rCutSmart 50 37° No B X DNA
Bfal rCutSmart <10 37° 80° B A DNA
R BfuAl 131 <10 50° 65° B A DNA
Bgll 131 10 37° 65° B A DNA
Balll 131 10 37° No A A DNA
Blpl rCutSmart 50 37° No A A DNA
BmgBI 131 <10 37° 65° B A DNA
Bmrl r2.1 75 37° 65° B A DNA (Hindlll digest)
Bmtl-HF rCutSmart 50 37° 65° B pXba DNA
Bpml 131 o 100 100 100* 37° 65° B A DNA
Bpu10l 131 10 25 37° 80° B A DNA
BpuEl rCutSmart 50" 100 37° 65° B A DNA
BsaAl rCutSmart 100 100 37° No C X DNA
BsaBl rCutSmart 50 100 60° 80° B X DNA (dam-)
BsaHl rCutSmart 50 100 37° 80° C X DNA
a Bsal-HFv2 rCutSmart 100 100 37° 80° B pXba DNA
Bsadl rCutSmart 50 100 60° 80° A A DNA
BsaWwl rCutSmart 10 100 60° 80° A A DNA
BsaXI rCutSmart 50" 100" 37° No C X DNA
BseRI rCutSmart 100 100 37° 80° A A DNA
BseY! 131 10 50 37° 80° B A DNA
Bsl rCutSmart 25 50 3r° 65° B X DNA
BsiEl rCutSmart 25 50 60° No A X DNA
BsiHKAI rCutSmart 25 100 65° No A A DNA
Bsiwl 131 25 50" 55° 65° B ®X174 DNA
a BsiWI-HF rCutSmart 50 100 37° No B @X174 DNA
Bsll rCutSmart 50 75 55° No A X DNA
BsmAl rCutSmart 50 100 55° No B A DNA
BsmBl-v2 131 <10 50 55° 80° B A DNA
BsmFl rCutSmart 25 50 65° 80° A pBR322 DNA
Bsml rCutSmart 25 100 65° 80° A X DNA
BsoBI rCutSmart 25 100 37° 80° A A DNA
Bsp1286l rCutSmart 25 25 37° 65° A A DNA
BspCNI rCutSmart 100 75 3r° 80° A A DNA
BspDI rCutSmart 25 75 37° 80° A A DNA
BspEl 131 <10 10 37° 80° B X DNA (dam-)
BspHI rCutSmart 10 50 25 ] 37° 80° A A DNA
BspMI 13.1 10 50" 100 10 37° 65° B A DNA
BspQl 131 100" 100" 100 100" 50° 80° B A DNA
BsrBl rCutSmart 50 100 100 100 37° 80° A X DNA
BsrDI 121 10 100 75 25 37° 80° A A DNA
a BsrFl-v2 rCutSmart 25 25 0 100 37° No C pBR322 DNA
BsrGI-HF rCutSmart 10 100 37° 80° A A DNA
Bsrl 13.1 <10 50 65° 80° B @X174 DNA
BssHII rCutSmart 100 100 50° 65° B A DNA
a BssSl-v2 rCutSmart 10 25 37° No B A DNA
BstAPI rCutSmart 50 100 60° 80° A A DNA
BstBI rCutSmart 75 100 65° No A A DNA
BstEIl-HF rCutSmart <10 10 37° No A A DNA

Chart Legend and Notes:

c B 5 ©
= B <>
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v =
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Recombinant

Time-Saver qualified (cleaves substrate in 5 — 15 min under recommended conditions)
Engineered for maximum performance

dam methylation sensitivity

dcm methylation sensitivity

CpG methylation sensitivity (applies to eukaryotic genomic DNA only)

Indicates that the restriction enzyme requires two or more sites for cleavage

Supplied with its own unique reaction buffer that is different from the four standard
NEBuffers. Compatibility with the four standard NEBuffers is indicated by the chart.
Supplied with a separate vial of S-adenosylmethionine (SAM) or Adenosine
5"-Triphosphate (ATP). To obtain 100% activity, SAM or ATP should be added to the
1X reaction mix as specified on the product data card.

b.
C.
d
e

The following notes appear with any enzymes having ligation efficiencies lower than 100% as
assessed by ligation and recutting:

a.

Ligation is < 10%

Ligation is 25% — 75%

Recutting after ligation is < 5%
Recutting after ligation is 50% — 75%

Ligation and recutting after ligation is not applicable since the enzyme is either a
nicking enzyme, is affected by methylation, or if the enzyme cleaves outside its
recognition sequence.

The following notes appear with any enzymes when star activity is a concern:
1.

Star activity may result from extended digestion, high enzyme concentration or
a glycerol concentration of > 5%.

Star activity may result from extended digestion.
Star activity may result from a glycerol concentration of > 5%.
May exhibit star activity in this buffer

+For added flexibility, NEB offers an isoschizomer or HF enzyme, supplied with rCutSmart Buffer.
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% Activity in NEBuffers Incub.  Inactiv.
Supplied Temp.  Temp.

Notes - Enzyme NEBuffer .1 r2.1 r3.1  rCutSmart  (°C) (°C)

" [ BstNI 3.1 10 100 100 60° No
e R BstUI rCutSmart 50 100 60° No
R BstXI 3.1 <10 50 37° 80°
— R BstYI rCutSmart 25 100 60° No
o —
A Bstz17I-HF  rCutSmart 100 100 3re No
=
[ RR] Bsu36l rCutSmart 25 100 37° 80°
R Btgl rCutSmart 50 100 37° 80°
[1
1,b,d [ RR] Btgzl rCutSmart 10 25 60° 80°
R BtsCl rCutSmart 10 100 50° 80°
[ RR] [ e ] Bsl-v2 rCutSmart 100 100 37° No
BtsIMutl rCutSmart 100 50 55° 80°
Cacsl rCutSmart 50 7% 3r° 65°
g Clal rCutSmart 10 50 3re 65°
&m  CspCl rCutSmart 10 100 37° 65°
R
b CviAll rCutSmart 50 50 25° 65°
1b.d [ RR] CviKI-1 rCutSmart 25 100 37° No
R cvial 131 75 100 25° No
[1
Ddel rCutSmart 75 100 37° 65°
[
] Dpnl rCutSmart 100 100 37° 80°
@ Dpnll U 25 2 37° 65°
Dral rCutSmart 75 75 3re 65°
Dralll-HF rCutSmart <10 50 10 37° No
[
3 R Drdl rCutSmart 25 50 10 37° 65°
2,b [ Ry Eeel rCutSmart 10 50 <10 37 65°
e Eagl-HF rCutSmart 25 100 100 3r° 65°
a
Earl rCutSmart 50 10 <10 37° 65°
[
Ecil rCutSmart 100 50 50 3r° 65°
Eco53k! rCutSmart 100 100 <10 37° 65°
[
3 R EcoNlI rCutSmart 50 100 75 37° 65°
3 Eco0109! rCutSmart 50 100 50 37° 65°
[
@ EcoPisl 131+ ATP 75 100 100 37° 65°
1 R EcoRl U %5 100" 50 50" 37° 65°
2 e EcoRI-HF rCutSmart 10 100 <10 100 3r° 65°
[l 2
@ EcoRV r3.1 10 50 100 10 37° 80°
e EcoRV-HF rCutSmart 25 100 100 100 3r° 65°
a
la @ Esp3l rCutSmart 100 100 <10 0] 37° 65°
3 Fatl 2.1 10 100 50 559 80°
3,b Ry | Faul rCutSmart 100 50 10 55° 65°
1 R FnudHI rCutSmart <10 <10 <10 37° No
[1
& [ R | A Fokl rCutSmart 100 100 75 3r° 65°
b Fsel rCutSmart 100 75 <10 37° 65°
[l 2
R FspEl rutSmart + A0 <0 <o 37° 80°
Enz. Activ.
R Fspl rCutSmart 10 100 10 37° No
[1
[ Haell rCutSmart 25 100 10 37° 80°
2,b
: Haelll rCutSmart 50 100 25 37° 80°
;
@ Hgal M 100 100 2 100 37° 65°
[ Hhal rCutSmart 25 100 100 100 3r° 65°
R
y (R HinP1l rCutSmart 100 100 100 100 37° 65°
[ Hincll rCutSmart 25 100 100 100 3r° 65°
3,b,d e
b’ : @ Hindll 21 I 100 50 3080
Ri e Hindlll-HF ~ rCutSmart 10 100 10 37° 80°
[
) (R Hinfl rCutSmart 50 100 100 37° 80°
R Hpal rCutSmart <10 75* 25 37° No
3,b,d
. M Hpall rCutSmart 100 50 <10 37 80°
d
Hphl rCutSmart 50 50 <10 37° 65°
[ Hpy 166 rCutSmart 100 100 50 37° 65°
2
Hpy188I rCutSmart 25 100 50 3r° 65°
[ RR] Hpy188l1l rCutSmart 100 100 10 3r° 65°
R Hpy99! rCutSmart 50 10 <10 37° 65°
R
[ HpyAv rCutSmart 100 100 25 37° 65°
@
HpyCH4lll rCutSmart 100 25 <10 3r° 65°
e
[ HpyCH4lV rCutSmart 100 50 25 37° 65°
d
R HpyCH4V rCutSmart 50 50 25 37° 65°
y [
d I-Ceul rCutSmart 10 10 10 37° 65°
I-Scel rCutSmart 10 50 25 3r° 65°
Kasl rCutSmart 50 100 50 37° 65°
R
Ri e Kpnl-HF rCutSmart 100 25 <10 37° No
[
X R LonPI ggtm&t * A0 A0 <10 37065
Rt Mbol rCutSmart 75 100 100 37° 65°
[
[ R | Ey Mboll rCutSmart 100* 100 50 3r° 65°
1 Miel-HF rCutSmart 75 25 <10 3re No
@ MiuCl rCutSmart 100 10 10 37° No
R} e MIul-HF rCutSmart 25 100 100 37° No
[
3 [ RR] Miyl rCutSmart 50 50 10 37° 65°
b i Mmel rCutSmart 50 100 50 37° 65°
(R Mnll rCutSmart 75 100 50 37° 65°
Mscl rCutSmart 25 100 100 3re 80°
[ RR] Msel rCutSmart 75 100 75 37° 65°
R Msll rCutSmart 50 50 <10 37° 80°
[
3 [ RR] MspA1l rCutSmart 10 50 10 37° 65°
d Mspl rCutSmart 75 100 50 3re No
3. R Mspdl ggtm&t * A0 A0 <10 37 65
R Mwol rCutSmart <10 100 100 60° No
[
| RR] my Nael rCutSmart 25 25 <10 37° No
b R my  Narl rCutSmart 100 100 10 37° 65°
| RR] Nb.BbvCl rCutSmart 25 100 100 37° 80°
Nb.Bsml r3.1 <10 50 100 10 65° 80°
b
R Nb.BsrDI rCutSmart 25 100 100 100 65° 80°
Nb.BssSI 13.1 10 100 100 25 3r° No
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Unit Substrate

A DNA

A DNA

A DNA

A DNA

A DNA

X DNA (Hindlll digest)
pBR322 DNA
A DNA

A DNA

A DNA
pUC19 DNA
A DNA

)\ DNA (dam-)
A DNA

A DNA
pBR322 DNA
A DNA

A DNA

pBR322 DNA
(dam methylated)

A DNA (dam-)
A DNA

X DNA
pUC19 DNA
X DNA
pXba DNA
X DNA

A DNA
pXba DNA
A DNA

X DNA (Hindlll digest)
pUC19 DNA
X DNA

A DNA

X DNA

A DNA

X DNA
pUC19 DNA
X DNA

A DNA

X DNA
pBC4 DNA

pBR322 (dcm+) DNA

X DNA
X DNA
X DNA
®X174 DNA
X DNA
X DNA
X DNA
X DNA
X DNA
X DNA
X DNA
A DNA
X DNA
pBR322 DNA
pBR322 DNA
pUC19 DNA
X DNA
X DNA
X DNA
pUC19 DNA
X DNA

pBHS Scal-linearized
Control Plasmid

pGPS2 Notl-linearized
Control Plasmid

pBR322 DNA
pXba DNA

pBR322 (dcm+) DNA

)\ DNA (dam-)
X DNA (dam-)
A DNA

A DNA

A DNA

A DNA
®X174 RF | DNA
A DNA

A DNA

A DNA

A DNA

A DNA

A DNA

pBR322 (dcm+) DNA

A DNA

pXba DNA

pXba DNA

supercoiled plasmid DNA

supercoiled plasmid
pBR322 DNA

supercoiled pUC19 DNA
supercoiled pUC19 DNA

To address the need for BSA-free reagents, NEB has switched our BSA-containing reaction buffers to
Recombinant Albumin (rAlbumin)-containing buffers. We are also in the process of transitioning our enzyme
formulations to contain rAlbumin. NEB has rigorously tested these changes and has not seen a difference in

performance with these changes. Learn more at www.neb.com/BSA-free.

NEBuffer Compositions (1X)

NEBuffer r1.1: 10 mM Bis Tris Propane-HCI, 10 mM MgCl,,
100 pg/ml Recombinant Albumin (pH 7.0 @ 25°C)

NEBuffer r2.1: 50 mM NaCl, 10 mM Tris-HCI, 10 mM MgCl,,
100 pg/ml Recombinant Albumin (pH 7.9 @ 25°C)

NEBuffer r3.1: 100 mM NaCl, 50 mM Tris-HCI, 10 mM MgCl,,
100 pg/ml Recombinant Albumin (pH 7.9 @ 25°C)

rCutSmart Buffer: 50 mM Potassium acetate, 20 mM Tris-acetate,
10 mM Magnesium acetate, 100 pg/ml Recombinant Albumin (pH 7.9 @ 25°C)

< N =

Enzyme REBASE®
Finder

NEBcloner®

Double Digest
Finder

NEBioCalculator™

Q?E@

To benefit from our interactive NEB online tools & resources, please visit
www.neb.com/nebtools

Products and content are covered by one or more patents, trademarks and/or copyrights owned or controlled by New England Biolabs, Inc (NEB). The use of trademark symbols does not necessarily indicate that the name is trademarked in the country where it is being read; it indicates where the content was originally developed.
See www.neb.com/trademarks. The use of these products may require you to obtain additional third-party intellectual property rights for certain applications. For more information, please email busdev@neb.com.

Your purchase, acceptance, and/or payment of and for NEB’s products is pursuant to NEB's Terms of Sale at www.neb.com/support/terms-of-sale. NEB does not agree to and is not bound by any other terms or conditions, unless those terms and conditions have been expressly agreed to in writing by a duly authorized officer of NEB.
© Copyright 2023, New England Biolabs, Inc.; all rights reserved.

and more...
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Supplied

Enzyme NEBuffer

% Activity in NEBuffers

. r2.1

Nb.Bts! rCutSmart 75 100
° Neil rCutSmart 100 25
’ Ncol 13.1 100 100
a Ncol-HF rCutSmart 50 100
Ndel rCutSmart 75 100
’ NgoMIV rCutSmart 100 50
Nhel-HF rCutSmart 100 25
304 - Nialll rCutSmart <10 <10
—-— Nlalv rCutSmart 10 10
1 ‘ R NmeAlll rCutSmart 10 10
’ Notl 13.1 <10 50
’ a Notl-HF rCutSmart 25 100
Nrul-HF rCutSmart 0 25
i Nsil 13.1 10 75
Nsil-HF rCutSmart <10 20
hP Nspl rCutSmart 100 100
g NEAlwl rCutSmart 10 100
Nt.BbvCl rCutSmart 50 100
b T — NtBsmAl  rCutSmart 100 50
Nt.BspQl 131 <10 25
Nt.BstNBI 13.1 0 10
b Nt.CviPIl rCutSmart 10 100
J PI-Pspl U + rAlbumin 10 10
' R PI-Scel U + rAlbumin 10 10
b, d Pacl rCutSmart 100 75
) PaeR7I rCutSmart 25 100
3.0 D PaCl ;’igtglnl\acrttivator 10 100
b Peil r3.1 50 75
3 PAIFI rCutSmart 25
¢ PilMI 3.1 0
= Plel rCutSmart 25
R PIUTI rCutSmart 100
Pmel rCutSmart <10
Pml rCutSmart 100
PpuMI rCutSmart <10
PshAl rCutSmart 25
8.b.d Psil-v2 rCutSmart 25
g PspGl rCutSmart %
3.0, PspOMI rCutSmart 10
PspXI rCutSmart <10
1e Pstl 3.1 75
b a Pstl-HF rCutSmart 10
Pvul-HF rCutSmart 25
Pvull 13.1 50
1 R Pvull-HF rCutSmart <10
Rsal rCutSmart 25
= Rl rCutSmart 25
(e ] Sacl-HF rCutSmart 10
2 = Sacll rCutSmart 10
Sall 3.1 <10
Sall-HF rCutSmart 10
1 Sapl rCutSmart 75
Sau3Al 1.1 100
1.b,d Saugél rCutSmart 50
[ Sbfl-HF rCutSmart 50
1,b a Scal-HF rCutSmart 100
3,b ScrFl rCutSmart 100
RY SexAl rCutSmart 100
3,b,d SfaNI 13.1 <10
b Sfel rCutSmart 75
Sl rCutSmart 25
Stol rCutSmart 50
mm  SorAl rCutSmart 100
Ri Smal rCutSmart <10
Smil rCutSmart 25
3 SnaBl rCutSmart 50"
Spel-HF rCutSmart 25
1,e Sphl r2. 100
Sphl-HF rCutSmart 50
b Srfl rCutSmart 10
R Sspl-HF rCutSmart 25
Stul rCutSmart 50
StyD4l rCutSmart 10
b, d a Styl-HF rCutSmart 25
bc Swal 131 10
b a Tagl-v2 rCutSmart 50
Thil rCutSmart 50
Tsel rCutSmart 75
Tspdbl rCutSmart 100
TspMI rCutSmart 50*
TspR rCutSmart 25
Tth11l rCutSmart 25
b R Xbal rCutSmart <10
Xem| 2.1 [ 100
e Xhol rCutSmart 75 100
e Xmal rCutSmart 25 50
o Xmnl rCutSmart 50 75
Zral rCutSmart 100 25

Single Letter Codes:

Incub. Inactiv.
Temp. Temp.

rCutSmart  (°C) (°C)

100 37° 80°

100 37° No
37° 80°
37° 80°
37° 65°
37° No
37° 80°
37° 65°
37° 65°
37° 65°
37° 65°
37° 65°
37° No
37° 65°
37° 80°
37° 65°
37° 80°
37° 80°
37° 65°
50° 80°
55° 80°

100 37° 65°

0 6 No
0 e
100 [NETAN o
100 KIS No

100 37° 65°

50" 37° 80°
37° 65°
37° 65°
37° 65°
37° 65°
37° 65°
37° 65°
37° No
37° 65°
37° 65°
75° No
37° 65°
37° No
37° 80°
37° No
37° No
37° No
37° No
37° No
37° 65°
37° 65°
37° 65°
37° 65°
37° 65°
37° 65°
37° 65°
37° 65°
37° 80°
37° 80°
37° 65°
37° 65°
37° 65°
37° 65°
50° No
37° No
37° 65°
37° 65°
55° No
37° 80°
37° 80°
37° 65°
37° 65°
37° 65°
37° 65°
37° No
37° 65°
37° 65°
25° 65°
65° No
65° No
65° No
65° No
75° No
65° No
65° No
55° 80°
37° 65°

000 37 65°
I° 65
37 65°
I° 65
37 80°
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Unit Substrate
supercoiled pUC101 DNA

(dam-/dcm-)

A DNA CpG [
A DNA

A DNA

A DNA

pXba DNA CpG I
X DNA (Hindlll digest) CpG
®X174 RF | DNA

pBR322 DNA @ B
®X174 RF | DNA G
pBC4 DNA Cp6
pBC4 DNA
ADNA  dam [ C1G

A DNA

A DNA

A DNA

puUC101 DNA (dam-/dcm-) [ e
supercoiled plasmid DNA CpG G
supercoiled plasmid DNA e
supercoiled pUC19 DNA e
T7 DNA e
pUC19 DNA CpG S
pAKR7 Xmnl-linearized

Control Plasmid

pBSvdeX Xmnl-linearized

Control Plasmid

pNEB193 DNA

A DNA (Hindlll digest) CpG

X DNA CpG [
pXba DNA

pBC4 DNA b
A DNA m

ADNA
pXba DNA cpc [0
ADNA Cp6

A DNA (Hindlll digest) DNA

X DNA (Hindlll digest) [ dem]

A DNA CpG

A DNA 3
T7 DNA m 3
pXba DNA  dom [N CrG

A DNA (Hindlll digest) CpG

A DNA

A DNA

pXba DNA CpG

A DNA

A DNA

A DNA CpG
ADNA

A DNA (Hindlll digest)
pXba DNA

A DNA (Hindlll digest)

X DNA (Hindlll digest) CpG

A DNA

A DNA g b
A DNA o [ CoG

A DNA

A DNA

X DNA M g 2a
pBC4 DNA (dcm-) {dom

®X174 RF | DNA g 3.b
A DNA 3
pXba DNA dom

X\ DNA (HindIll digest) m
ADNA 1
A DNA (Hindlll digest) CpG [
A DNA b
T7 DNA cpa [N
pXba-Xbal DNA

A DNA 2
A DNA

pNEB193-Srfl DNA Cp6

A DNA

A DNA m

ADNA [ dom [ C1G

A DNA

pXba DNA

A DNA m

ADNA Cp6

A DNA g 3
A DNA

pBC4 DNA o S
A DNA

pBC4 DNA b
T7 DNA

?de[a)r’r\:—A/Hind Il digest) m

A DNA 2
A DNA (Hindlll digest) CpG [
pXba DNA gy 3
A DNA b
ADNA Cp6

Methylation
Sensitivity

b,d

b,d

B=CorGorT,D=AorGorT,H=AorCorT;K=GorT,M=AorC;N=AorCorGorT;,R=AorG;S=CorG;V=AorCorG;W=AorT,Y=CorT

Activity of DNA Modifying Enzymes in rCutSmart Buffer
A selection of DNA modifying enzymes were assayed in rCutSmart Buffer and functional activity was compared to

the activity in their supplied buffers. Reactions were set up according to the recommended reaction conditions, with
rCutSmart Buffer (plus required supplement) replacing the supplied buffer.

Tech Tip: When supplements are required, one can simply add the supplied buffer of the respective modifying enzyme
at 1X concentration to the rCutSmart Buffer to achieve appropriate activity for most applications — no change of

buffers needed.

Activity Activity
Enzyme in rCutSmart Required Supplements Enzyme in rCutSmart Required Supplements
Phosphatases: Nucleases, other:
Antarctic Phosphatase +H+ Requires Zn?* DNase | (RNase-free) +++ Requires Ca*
Shrimp Alkaline Phosphatase DNase |I-XT +++ Requires Ca**
(1SAP) o Endonuclease I1l (Nih) th
Quick CIP +++ Endonuclease VIII T+
Ligases: Exonuclease VII ++4
T4 DNA Ligase +++ Requires ATP Exonuclease V (Rec BCD) +++ Requires ATP
Hi-T4™ DNA Ligase +4+ Requires ATP Exonuclease IIl o+
Salt-T4® DNA Ligase + Requires ATP Exonuclease | +++
E. coli DNA Ligase 4+ Requires NAD FPG 4+
T3 DNA Ligase +44 Requires ATP + PEG Lambda Exonuclease ++
T7 DNA Ligase +++ Requires ATP + PEG McrBC +++
Polymerases: Micrococcal Nuclease ++ Requires Ca
T4 DNA Polymerase +++ Recd, tHt
DNA Polymerase |, Large it T5 Exonuclease +4+
(Klenow) Fragment T7 Exonuclease +4
DNA Polymerase | tEt Thermolabile Exo | +h+
DNA Polymerase Klenow Exo- +++4 Thermolabile USER Il it
BStDNA Polymerase s Thermostable USER Il +
phi29 DNA Polymerase t++ Requires DTT Thermostable 0GG P
T7 DNA Polymerase (unmodified) +++ USER™ Enzyme Py
Transferases/Kinases:
T4 Polynucleotide Kinase +++ Requires ATP + DTT
T4 PNK (3" phosphatase minus) +4+ Requires ATP + DTT
CpG Methyltransferase (M. Sssl) 44
GpC Methyltransferase (M. CviPl) + Requires DTT +++ full functional activity
T4 Phage B-glucosyltransferase s ++ 50-100% functional activity

(T4-BGT)

+ 0-50% functional activity

Updates to this chart can be found at NEBCutSmart.com

3,b,d

3,b,d





